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ObjectiveObjective

The objective of this study is to estimate the origin 
of the Plasmodium vivax (Pv) population in South 
Korea by phylogenetic analyses based on 
mitochondrial (mt) DNA sequences of Pv isolates 
from South Korea and other countries in the world. 
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Materials and MethodsMaterials and Methods

• 11 South Korean Pv isolates
• 10 other Pv isolates (Southeast Asia, South Asia, 

Western Pacific, Middle East, South America, Africa)
• 282 Pv isolates (including 1 North Korean isolate) from 

GenBank database  

DNA Analysis
• Mitochondrial (mt) DNA analysis (PCR & Sequencing)
Phylogenetic Analyses
• A neighbor-joining tree
• A haplotype network tree (Median-joining method)

Materials 

Methods
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Haplotype Network TreeHaplotype Network Tree

P. vivax mtDNA haplotype network tree (Median-joining method) 
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ResultsResults
• In South Korea, there were two groups (i.e. SK group 

A and B) in the Pv population. 

• In Southern China, there were also two groups (i.e. SC 
group A and B).

• The North Korean isolate was included in the group B 
complex.

• The direct origin of the Pv population in South Korea 
is thought to be from North Korea via the DMZ, but 
the true origin of Pv populations in Korean peninsular 
is now suggested to be from Southern part of China. 
The Chinese Pv populations have two different origins.
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