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INTRODUCTION

Dengue virus (DENV) and chikun-
gunya virus (CHIKV) are medically im-

portant viruses causing morbidity among 
millions of people worldwide (Thaikruea 
et al, 1997; Anantapreecha et al, 2005; 
Dash et al, 2007; Dehecq et al, 2010). Both 
viruses cause public health problems in 
Southeast Asia. There have been out-
breaks of these viruses reported from 
India, Singapore, Malaysia and Thailand 
(Simon et al, 2008; Yamamoto et al, 2010; 
Ho et al, 2011). The first reported case of 
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chikungunya fever in Thailand occurred 
in 1954 caused by the Asian chikungunya 
genotype (Halstead et al, 1969a,b). The 
main vector of CHIKV is Aedes aegypti 
(Thavara et al, 2009). The outbreaks of 
chikungunya fever in Southeast Asia in 
2008-2009 were related to the East, Cen-
tral and South African genotype (ECSA), 
which is transmitted by Ae. albopictus 
(Chastel, 2005; Auksornkitti et al, 2010). 
The ECSA genotype is closely related to 
viruses isolated from earlier outbreaks 
in Malaysia and Singapore (Rianthavorn 
et al, 2010a). CHIKV has mutation A226V, 
which allows more case transmission by 
Ae. albopictus than Ae. aegypti (Bessaud 
et al, 2006; D’Ortenzio et al, 2011). 

DENV infection is a public health 
problem in Thailand, with the number of 
cases rising to 56,651 and 50 deaths in 2009, 
a 2.23 fold increase from the previous year 
(Ministry of Public Health, 2009). Since 
2009, CHIKV infections have occurred in 
Phuket, Songkhla, Pattani, Narathiwat, 
and Yala Provinces of Thailand with 
24,029 cases reported (Hammon et al, 1960; 
Barbazan et al, 2002; Pongsiri et al 2010; 
Rianthavorn et al, 2010a,b). Symptoms of 
chikungunya fever are similar to dengue 
fever such as prolonged joint pain, swell-
ing of joints, stiffness, muscle pain, head-
ache, fatigue, nausea, vomiting, and rashes 
(Pardigon, 2009; Rianthavorn et al, 2010b). 
Detection and proper treatment are very 
important especially in dengue-endemic  
areas. 

In Thailand co-circulation of all 
four serotypes has been reported by the 
dengue epidemiological surveillance 
network (Thavara et al, 2006; Fried et al, 
2010). After the initial large outbreaks 
of chikungunya fever in Thailand, co-
circulation of all four dengue serotype are 
found every year (Fried et al, 2010; Tang 
et al, 2010; Zhao et al, 2010). Dengue virus 

serotype 1 (DENV-1) has been shown to 
be the primary infection and DENV-3 is 
a secondary infection (Thavara et al, 2006; 
Tang et al, 2010; Zhao et al, 2010). DENV-3 
is the predominant infection among the 
Thai people, compared with the other 
serotypes, during the dengue outbreaks 
in Thailand, in 1962 (Nimmannitya et al, 
1969). Additionally, DENV-3 was found in 
blood specimens and mosquito samples 
collected from a recent chikungunya out-
break in South Thailand (Raekiansyah 
et al, 2005; Thavara et al, 2006). 

Co-infection of DENV and CHIKV in 
human sera has never been reported in 
Thailand, but it has been reported in other 
countries, such as India, Malaysia, and 
Germany (Nayar et al, 2007; Ezzedine et al, 
2008; Chahar et al, 2009; Leroy et al, 2009; 
Schilling et al, 2009). Furthermore, CHIKV 
and DENV co-infection in mosquitoes was 
revealed in field population, and mixed 
infection among the four serotypes of 
dengue viruses has been demonstrated 
(Thavara et al, 2006; Mavale et al, 2010). 
Recent information has not been recorded 
regarding CHIKV and DENV co-infection. 
This study focused on characterization of 
DENV-3 and CHIKV co-infection in vitro 
using Aedes albopictus C6/36 cell line as 
host to determine the effects of DENV and 
CHIKV co-infection. Effect of co-infection 
between DENV and CHIKV in the mos-
quitoes would be valuable information 
to forecast the diseases outbreak and 
furthermore for disease control.

MATERIALS AND METHODS

Viral propagation and co-infection 
Ae. albopictus mosquito C6/36 cell 

culture was maintained at 28ºC for virus 
propagation. CHIKV and DENV-3 were 
isolated from infected mosquitoes col-
lected from southern Thailand. DENV-3 
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and CHIKV were propagated in a mono-
layer of C6/36 cells line and supernatant 
was used to calculate the viral titer via a 
plaque assay (Sakoonwatanyoo et al, 2006; 
Jarman et al, 2011). Experiments were 
divided into three groups: single virus 
infection, mixed infection (co-infection), 
and single virus superinfection. Equal 
volumes and MOIs of the two viruses 
were used in the single infection and 
superinfection groups. Superinfection 
group received two infection treatments, 
which involved non-infected cells being 
exposed to the first viral treatment for 1 
hour, removing the virus with an acid gly-
cine buffer, and exposing the cells to the 
second virus (Hung et al, 1999). Mixed in-
fection used both equivalent and different 
titers. Experiments were done separately 
in triplicate replications. 
Viral titer determination by standard 
plaque assay 

LLC-MK2 of Rhesus monkey kidney 
cell monolayer was grown in 6-well plate 
at a concentration 4 x 105 cell/well. DENV 
and CHIKV were diluted and used to in-
fect LLC-MK2 cells separately. Each well 
was covered with 1% methylcellulose 
and after 3-7 days cells were stained with 
2% crystal violet. Plaque number were 
counted, and plaque performing unit 
(PFU/ml) calculated before applying MOI 
= 1 and 0.1 to other experiments. The viral 
titer was measured before and after infec-
tion, and the experiments were conducted 
separately in triplicate.
One-step duplex reverse transcriptase 
polymerase chain reaction (D-RT-PCR) 

Viral RNA genome was extracted 
from infectious C6/36 cell culture fluid 
using Nucleospin® RNA II kit (Invitro-
gen, Carlsbad, CA). One-step RT-PCR 
was performed using SuperScript® III 
One-Step RT-PCR kit (Gibco/Invitrogen, 

Grand Island, NY) with Platinum® Taq 
DNA polymerase in a total volume 25 µl, 
containing 100 ng of  RNA template, 12.5 
µl of 2X Reaction mix buffer, 0.5 µl of sense 
(2.5 µM), 0.5 µl of anti-sense (2.5 µM) and 
0.5 U SuperScript III RT/Platinum Taq. 
The specific primers were designed as 
previously described (Dash et al, 2008). 
The amplification program was as follows: 
reverse transcription at 55ºC for 30 min-
utes; a polymerase activation step at 94ºC, 
2 minutes; 40 cycles of 30 seconds at 94ºC, 
1 minute at 55ºC, and 72ºC for 10 minutes. 
The D-RT-PCR amplicons were analyzed 
by electrophoresis in 1.0% agarose gel and 
staining with ethidium bromide.

RESULTS 

Determination of virus production from 
single infection and co-infection 

D-RT-PCR was used to determine 
virus secreted into cell culture-fluid after 
7 days post-infection. The CHIKV (ECSA) 
strain and DENV-3 were combined as a 
mixed infection of C6/36 cells. The results 
of mixed infections, with equal titers of 
each virus, showed both dengue and 
chikungunya virus infection in the same 
culture supernatants (Fig 1). The result 
indicated that the two viruses were able 
to replicate in mosquito cell line. We also 
evaluated mixed infection using unequal 
titer of the two viruses at MOIs of 0.1 and 
10. When a lower DENV-3 titer (MOI = 0.1) 
than CHIKV (MOI = 1.0) titer was used, 
D-RT-PCR results showed infection of two 
viruses, which was similar to co-infection 
with equal titers (Fig 1, lane 8). Unexpect-
edly, when we used a higher titer of DENV-
3 (MOI = 1.0) than CHIKV (MOI = 0.1) for 
mixed-infection, D-RT-PCR produced an 
amplicon of 490 bp of DENV-3 C-prM gene 
only, while the CHIKV amplicon was not 
present (Fig 1, lane 7). 
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Determination of virus production from 
super infection of C6/36 cells

In one treatment group, C6/36 cells 
were first exposed to DENV-3, followed by 
CHIKV (in equal titer).  D-RT-PCR results 
showed the presence of both viruses in the 
same culture fluid (Fig 1, lane 9). Reversal 
in the order of virus exposure yielded the 
same results (Fig 1, lane 10). Increasing the 
viral titer 10-fold from MOI = 1.0 to 10.0 
gave results similar to that using equal 
titer (data not shown).  These findings 
indicated that dengue and chikungunya 
viruses were able to co-infect C6/36 cells, 
no matter the order of infection, with only 
one exception, namely, co-infection with 
a lower CHIKV titer than DENV-3 which 
results in inhibition of CHIKV. These data 
demonstrate that DENV-3 and CHIKV 
infections depend on the amount of virus 
titer and not infection order. Thus, the two 
viruses can potentially infect host cells 
concurrently, as long as the viral concen-
tration is high enough. 

DISCUSSION

Our results are the first report that 
illustrated co-infection between DENV-3 
and CHIKV (ESCA strain) derived from 
field caught mosquito vectors in Thailand. 
We demonstrated that single infection 
of DENV-3 or CHIKV in C6/36 cell line 
had 80% cytopathic effect (CPE) (data 
not shown), and the virus production are 
increased until 7 days post-infection simi-
lar to previous report (Sakoonwatanyoo 
et al, 2006). Mixed infection of DENV-3 
and CHIKV with equal or unequal titers 
demonstrated both viruses were infective. 

D-RT-PCR technique was used to 
determine virus production by detecting 
C-prM gene of DENV-3 and E1 gene of 
CHIKV. The sensitivity of this assay has 
been shown to be better than the conven-

tional virus isolation and could detect as 
low as 100 copies of genomic RNA (Dash 
et al, 2008). The benefit of this assay is the 
ability to detect dual infection of CHIK 
and DENV in one reaction. 

Competitive suppression was seen in 
the sample of mixed infection when titer 
of DENV-3 (MOI = 1.0) was higher than 
that of CHIKV (MOI = 0.1). In contrast to 
experiments with equal titers of both vi-
ruses, or with lower titer of DENV-3 than 
CHIKV or super infection, both viruses 
were detected by D-RT-PCR in culture 

Fig 1–The positive results of mixed dengue 
and chikungunya infection evaluated by 
D-RT-PCR. All samples were separated 
by 1% agarose gel electrophoresis and 
stained with ethidium bromide. Lane 1, 
100 bp DNA ladder (Fermentus); lane 2, 
positive control of dengue and chikungu-
nya virus; lane 3, negative control; lane 
4, single infection with DENV-3 virus; 
lane 5, single infection with CHIKV; 
lane 6, mixed infection, with equal titer 
of DENV-3 and CHIKV; lane 7, mixed 
infection, with higher dengue-virus titer 
than CHIKV; lane 8, mixed infection with 
lower dengue-virus titer than CHIKV; 
lane 9, super infection with DENV-3 fol-
lowing CHIKV; lane 10, super infection 
with CHIKV following DENV-3.
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fluid. These findings implied that DENV-3 
has a high competitive infection so that it 
can suppress CHIKV replication. Sakoon-
watanyoo et al (2006) have mentioned that 
specific receptors of DENV-3 are present 
in C6/36 cells enabling the virus to enter 
the insect cells. Competition between 
DENV-3 and CHIKV in our experiments 
could be related to the receptors on the 
insect cell (Mourya et al, 1998; Tio et al, 
2005; Mercado-Curiel et al, 2006). 

Asymmetric competitive suppression 
between two types of viruses (DENV-2 
and DENV-4) was demonstrated in co-
infection and super infection experiments 
in mosquito cell line (Hanley et al, 2008). 
These previous studies reported that in-
fectious DENV-2 has higher suppression 
than DENV-4 in mixed infectious trials 
and were supposed to be due to intra-host 
competition among different strains of 
DENV.  The competitive suppression in 
our experiment showing that DENV has 
higher concentration than CHIKV might 
help explain how reemergence outbreak 
between DENV and CHIKV occurred in 
co-circulation area. DENV and CHIKV are 
transmitted by the same mosquito species 
and viral transmissions are related to vec-
tor competence and extrinsic or intrinsic 
factors in mosquito (Beerntsen et al, 2000). 
One of the extrinsic factors is the viral 
concentration, and when mosquitoes are 
infected by two viruses at the same time, 
such as CHIKV and DENV, as the latter 
has a higher concentration, it could be 
able to suppress CHIKV replication in 
the mosquitoes. The intrinsic factors of 
mosquito vectors competence relate to 
specific receptors for the virus to enter the 
mosquito cells.

 Our findings might be applied 
to predict the evolutionary epidemio- 
logy of medically important viruses. The 
competitive suppression is related to de-

creased virus transmission while mixed 
infection and super infection experi-
ments supported the notion of two virus 
co-circulations in endemic area (Hanley 
et al, 2008). Further studies are required 
to determine how to control and treat 
chikungunya and dengue virus infections 
among the Thai population. 

ACKNOWLEDGEMENTS 

We would like to thank the members 
of the Department of Parasitology, Faculty 
of Medicine, Chulalongkorn University, 
Bangkok, Thailand, and the staff of the De-
partment of Medical Entomology, Faculty 
of Tropical Medicine, Mahidol University, 
Bangkok, Thailand who supported and 
encouraged the project. This work was 
supported by Ratchadapisek Somphot 
Foundation, Chulalongkorn University 
and the Higher Education Research Pro-
motion and National Research University 
Project of Thailand, Office of the Higher 
Education Commission (HR1160A).

REFERENCES

Anantapreecha S, Chanama S, Nuegoonpipat 
A, et al. Serological and virological features 
of dengue fever and dengue haemorrhagic 
fever in Thailand from 1999 to 2002. Epide-
miol Infect  2005; 133: 503-7.

Auksornkitti V, Pongsiri P, Theamboonlers A, 
et al. Whole-genome characterisation of 
chikungunya virus from Aedes albopictus 
collected in Thailand. Ann Trop Med Para-
sitol  2010; 104: 265-9.

Barbazan P, Yoksan S, Gonzalez J-P.  Dengue 
hemorrhagic fever epidemiology in 
Thailand: description and forecasting of 
epidemics. Microbes Infect  2002; 4: 699-705.

Beerntsen BT, James AA, Christensen BM.  
Genetics of mosquito vector competence. 
Microbiol Mol Biol Rev  2000; 64: 115-37.

Bessaud M, Peyrefitte CN, Pastorino BA, 
et al. Chikungunya virus strains, Reunion 



denV-3 and chiKV co-infection in Ae. Albopictus c6/36 cell line

Vol  42  No. 6  November  2011 1393

Island outbreak. Emerg Infect Dis  2006; 
12: 1604-6.

Chahar HS, Bharaj P, Dar L, Guleria R, Kabra 
SK, Broor S.  Co-infections with chikungu-
nya virus and dengue virus in Delhi, India. 
Emerg Infect Dis 2009; 15: 1077-80.

Chastel C.  Chikungunya virus: its recent 
spread to the southern Indian Ocean and 
Reunion Island (2005-2006). Bull Acad Natl 
Med  2005; 189: 1827-35.

D’Ortenzio E, Grandadam M, Balleydier E, 
et al.  A226V strains of chikungunya virus, 
Reunion Island, 2010. Emerg Infect Dis  
2011; 17: 309-11.

Dash PK, Parida MM, Santhosh SR, et al.  East 
Central South African genotype as the 
causative agent in reemergence of chi-
kungunya outbreak in India. Vector-Borne 
Zoonot Dis 2007; 7: 519-28.

Dash PK, Parida M, Santhosh SR, et al.  Devel-
opment and evaluation of a 1-step duplex 
reverse transcription polymerase chain 
reaction for differential diagnosis of chi-
kungunya and dengue infection. Diagnost 
Microbiol Infect Dis 2008; 62: 52-7.

Dehecq JS, Baville M, Margueron T, Mussard 
R, Filleul L. [The reemergence of the chi-
kungunya virus on Reunion Island in 2010: 
evolution of the mosquito control prac-
tices]. Bull Soc Pathol Exot 2010; 104: 153-60.

Ezzedine K, Cazanave C, Pistone T, et al.  Dual 
infection by chikungunya virus and other 
imported infectious agent in a traveller 
returning from India. Travel Med Infect Dis 
2008; 6: 152-4.

Fried JR, Gibbons RV, Kalayanarooj S, et al.  Sero-
type-specific differences in the risk of den-
gue hemorrhagic fever: an analysis of data 
collected in Bangkok, Thailand from 1994  
to 2006. PLoS Negl Trop Dis  2010; 4: e617.

Halstead SB, Nimmannitya S, Margiotta MR.  
Dengue and chikungunya virus infection 
in man in Thailand, 1962-1964. II. Observa-
tions on disease in outpatients. Am J Trop 
Med Hyg  1969a; 18: 972-83.

Halstead SB, Scanlon JE, Umpaivit P, Udom-
sakdi S.  Dengue and chikungunya virus 
infection in man in Thailand, 1962-1964. 

IV. Epidemiologic studies in the Bangkok 
metropolitan area. Am J Trop Med Hyg  
1969b; 18: 997-1021.

Hammon WM, Rudnick A, Sather G, Rogers 
KD, Morse LJ.  New hemorrhagic fevers 
of children in the Philippines and Thai-
land. Transact Assoc Am Physicians 1960; 
73: 140-55.

Hanley K, Nelson J, Schirtzinger E, Whitehead 
S, Hanson C.  Superior infectivity for mos-
quito vectors contributes to competitive 
displacement among strains of dengue 
virus. BMC Ecology  2008; 8: 1-10.

Ho K, Ang LW, Tan BH, et al.  Epidemiology and 
control of chikungunya fever in Singapore. 
J Infect  2011; 62: 263-70.

Hung SL, Lee PL, Chen HW, Chen LK, Kao CL, 
King CC.  Analysis of the steps involved in 
Dengue virus entry into host cells. Virology  
1999; 257: 156-67.

Jarman RG, Nisalak A, Anderson KB, et al.  
Factors influencing dengue virus isola-
tion by C6/36 cell culture and mosquito 
inoculation of nested PCR-positive clini-
cal samples. Am J Trop Med Hyg  2011; 84: 
218-23.

Leroy EM, Nkoghe D, Ollomo B, et al.  Concur-
rent chikungunya and dengue virus infec-
tions during simultaneous outbreaks, Ga-
bon, 2007. Emerg Infect Dis 2009; 15: 591-3.

Mavale M, Parashar D, Sudeep A, et al.  Vene-
real transmission of chikungunya virus by 
Aedes aegypti mosquitoes (Diptera: Culici-
dae). Am J Trop Med Hyg  2010; 83: 1242-4.

Mercado-Curiel RF, Esquinca-Aviles HA, Tovar 
R, Diaz-Badillo A, Camacho-Nuez M, Mu-
noz Mde L.  The four serotypes of dengue 
recognize the same putative receptors in 
Aedes aegypti midgut and Ae. albopictus 
cells. BMC Microbiol  2006; 6: 85.

Ministry of Public Health (MOPH). Annual 
epidemiological surveillance report. Non-
thaburi: MOPH, 2009: 298 pp.

Mourya DT, Ranadive SN, Gokhale MD, Barde 
PV, Padbidri VS, Banerjee K.  Putative chi-
kungunya virus-specific receptor proteins 
on the midgut brush border membrane of 



SoutheaSt aSian J trop Med public health

1394 Vol  42  No. 6  November  2011

Aedes aegypti mosquito. Indian J Med Res  
1998; 107: 10-4.

Nayar SK, Noridah O, Paranthaman V, et al.  
Co-infection of dengue virus and chikun-
gunya virus in two patients with acute fe-
brile illness. Med J Malaysia  2007; 62: 335-6.

Nimmannitya S, Halstead SB, Cohen SN, Mar-
giotta MR. Dengue and chikungunya virus 
infection in man in Thailand, 1962-1964: 
I. Observations on hospitalized patients 
with hemorrhagic fever. Am J Trop Med 
Hyg 1969; 18: 954-71.

Pardigon N. The biology of chikungunya: A 
brief review of what we still do not know. 
Pathol Biol 2009; 57: 127-32.

Pongsiri P, Auksornkitti V, Theamboonlers A, 
Luplertlop N, Rianthavorn P, Poovorawan 
Y.  Entire genome characterization of 
Chikungunya virus from the 2008-2009 
outbreaks in Thailand. Trop Biomed 2010; 
27: 167-76.

Raekiansyah M, Pramesyanti A, Bela B, et al.  
Genetic variations and relationship among 
dengue virus type 3 strains isolated from 
patients with mild or severe form of den-
gue disease in Indonesia and Thailand. 
Southeast Asian J Trop Med Public Health  
2005; 36: 1187-97.

Rianthavorn P, Prianantathavorn K, Wuttirat-
tanakowit N, Theamboonlers A, Poov-
orawan Y. An outbreak of chikungunya 
in southern Thailand from 2008 to 2009 
caused by African strains with A226V 
mutation. Int J Infect Dis  2010a; 14 (suppl 
3): e161-5.

Rianthavorn P, Wuttirattanakowit N, Prianan-
tathavorn K, Limpaphayom N, Theam-
boonlers A, Poovorawan Y.  Evaluation of a 
rapid assay for detection of IgM antibodies 
to chikungunya. Southeast Asian J Trop Med 
Public Health  2010b; 41: 92-6.

Sakoonwatanyoo P, Boonsanay V, Smith DR.  
Growth and production of the dengue 
virus in C6/36 cells and identification of 
a laminin-binding protein as a candidate 
serotype 3 and 4 receptor protein. Intervi-
rology  2006; 49: 161-72.

Schilling S, Emmerich P, Günther S, Schmidt-
Chanasit J. Dengue and Chikungunya 
virus co-infection in a German traveller. J 
Clin Virol 2009; 45: 163-4.

Simon F, Parola P, Savini H.  Chikungunya: a 
paradigm of emergence and globalization 
of vector-borne diseases. Med Clin North 
Am  2008; 92: 1323-43, ix.

Tang Y, Rodpradit P, Chinnawirotpisan P, et al.
 Comparative analysis of full-length ge-
nomic sequences of 10 dengue serotype 
1 viruses associated with different geno-
types, epidemics, and disease severity iso-
lated in Thailand over 22 years. Am J Trop 
Med Hyg  2010; 83: 1156-65.

Thaikruea L, Charearnsook O, Reanphum-
karnkit S, et al. Chikungunya in Thailand: 
a re-emerging disease? Southeast Asian J 
Trop Med Public Health  1997; 28: 359-64.

Thavara U, Siriyasatien P, Tawatsin A, et al.  
Double infection of heteroserotypes of 
dengue viruses in field populations of 
Aedes aegypti and Aedes albopictus (Diptera: 
Culicidae) and serological features of den-
gue viruses found in patients in southern 
Thailand. Southeast Asian J Trop Med Public 
Health  2006; 37: 468-76.

Thavara U, Tawatsin A, Pengsakul T, et al.  Out-
break of chikungunya fever in Thailand 
and virus detection in field population of 
vector mosquitoes, Aedes aegypti (L.) and 
Aedes albopictus Skuse (Diptera: Culicidae). 
Southeast Asian J Trop Med Public Health  
2009; 40: 951-62.

Tio PH, Jong WW, Cardosa MJ. Two dimen-
sional VOPBA reveals laminin receptor 
(LAMR1) interaction with dengue virus 
serotypes 1, 2 and 3. Virol J  2005; 2: 25.

Yamamoto K, Matumoto K, Lim CK, Moi ML, 
Kotaki A, Takasaki T.  Chikungunya fever 
from Malaysia. Intern Med  2010; 49: 501-5.

Zhao R, Chinnawirotpisan P, Klungthong C, 
Zhang C, Putnak R. Evidence for inter- 
and intra-genotypic variations in dengue 
serotype 4 viruses representing predomi-
nant and non-predominant genotypes co-
circulating in Thailand from 1977 to 2001. 
Virus Genes  2010; 41: 5-13.


